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What is cancer: one name for a group of diseases
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What is cancer: one name for a group of diseases
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Our scientific fundamental question
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Can we identify new players
that are essential for cancer
survival?
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MRNA translation can be highly optimized: central role of tRNAS
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MRNA translation can be highly optimized: central role of tRNAS
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MRNA translation can be highly optimized: central role of tRNAS
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tIRNA:
» 270 tRNA in human
> 150 enzymes for modification of tRNAS

MORE THAN 700 DIFFERENT TYPES OF tRNA

MRNA codons:
> 61 codons

Amino acids
» 20 amino acids -> generate ALL proteins
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can be important in determine cell fate in health
and disease
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can be important in determine cell fate in health
and disease

ﬂOT-OPTIIVIIZED PROTEIN SYNTHESN
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Healthy cells => normal |  Cancer cells => high
protein synthesis demand | protein synthesis demand
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Integrative projects: underatanding complex biology
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Integrative projects: from research 1o biotech
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THERAtRAME: new drugs targeting tRNA biology

DISCOVERY OF NEW CANCER NEW MODE OF ACTION NEW TECHNOLOGIES TO DISCOVER
TARGETS DRUGS IN ONCOLGY
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- Refractory cancers
Multiple cancers 3 -
Non canonical biomarkers

Immune-oncology
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